. Ponceau S staining is provided as a loading control. Corresponding activity assays are shown in Fig.1D . B. Expression of dCas9 fusions with indicated FOG1 domains. Corresponding activity assays are shown in Fig.3C . Ponceau S staining is provided as a loading control. C. Expression of dCas9 fusions with indicated effector domains. Corresponding activity assays are shown in Fig.4A . BetaActin staining is provided as a loading control. dCas9-fusion proteins were detected using an anti-Flag antibody (1:1000; SIGMA M2 F1804) , and beta-Actin by an anti beta actin antibody (1:2500; SIGMA A5441), as described in the Methods and Materials. Supplemental Figure S4 : KRAB-dCas9 and DNMT3A-dCas9 deposit their expected epigenetic marks. A. H3K9me3 and H3K27me3 ChIP-qPCR enrichment at the HER2 promoter in HCT116 cells co-transfected with three sgRNAs targeted to the HER2 promoter and dCas9 with no ED or KRAB-dCas9 (Tukey test, *P<0.05, n = 2 independent experiments; mean ± SEM). ChIP assays using normal rabbit IgG were used as negative controls. B. Targeted DNA methylation analysis. HCT116 cells were co-transfected with plasmids expressing DNMT3A-dCas9 and three sgRNAs targeting the HER2 promoter. After bisulfite conversion, a 150 bp region of the HER2 promoter was amplified, cloned, and sequenced. Each line represents a single clone with circles indicating CpG nucleotides (empty circles = unmethylated, filled circles = methylated). Untreated cells were used as a negative control. -45] showed repressive activity at the HER2 promoter in HEK293T cells (Fig.S5B) , the most robust repression was again achieved with FOG1[1-45]-dCas9-FOG1[1-45] (Tukey test, *P<0.05; Fig.S5B ). All dCas9-FOG1 fusions exhibited similar repressive activity at the EPCAM promoter in HCT116 cells (Fig.S5C) . The C-terminal fusion protein dCas9-FOG1[1-45] showed a modest 1.4 fold repression and while other fusions resulted in 1.6 to 1.7 fold repression (Tukey test, *P<0.05; Fig.S5C ). dCas9-FOG1[1-45] fusion proteins were able to repress MYC expression between 2 and 2.4 fold in HEK293T cells (Tukey test, **P<0.01; Fig.S5E ), while we did not observe repressive activity at the MYC promoter in HCT116 cells (Fig.S5D) . 
